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Opinion

Genetic similarity of genotypes is the very important for analysis of quantitative traits
in all organisms. All organisms are exposed on the influence of different environmental
conditions but in the genetic level are the same in all environments. A number of studies
have shown that the greater the genetic similarity of parental lines, the smaller the heterosis
effect [1]. Genetic or phenotypic similarity can be estimated by genotype testing on the
basis of the observations obtained through prediction (a priori) or of the observations and
studies (a posteriori). Coors [2] stated that predicting the effect of heterosis between groups
of germplasm showing genetic similarity of germplasm was not possible on the basis of the
genetic distance determined with using the DNA markers, but should be determined in the
field experiments. The paper presents five the most popular methods of estimation of genetic
similarity (S) based on coefficients proposed by Jaccard, Kulczynski, Sokal and Michener, Nei
as well as Rogers.

Jaccard [3]

S _ N,
A NA+NB_NAB

where N,-number of bands present in genotype A, N -number of bands present in genotype B,
N, -number of bands present in genotypes A and B.

Kulczynski [4]

g _ NAE(NA—i-NB)
K,AB ZNANB
Sokal & Michener [5]
S _ NAB+NOO
SM.,AB N

where N, number of lack of bands present in both, A and B, genotypes, N-number of all
markers.

Nei [6]

2N,
var =N N,
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Rogers [7]

N ,,—N,
SR,AB 1 | AoN 03|

Where N, number of band present in genotype A and absent in
genotype B, N -number of band present in genotype B and absent
in genotype A.
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