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Role of New Microbiological Techniques in the 
Diagnosis of Infective Endocarditis

Introduction
The polymerase chain reaction (PCR) is the most commonly 

used. A useful target-gene is the 16S ribosomal RNA (rRNA), which 
is composed of highly conserved regions and variable regions that 
allow for design of either broad-range PCR primers or genus-or 
species-specific primers Sequencing of the 16S rRNA gene allows 
culture-independent phylogenetic classification of many bacteria, 
and to date is the bacterial gene with the most available sequences 
in public databases.

PCR-based techniques in blood samples from patients 
with IE

The application of molecular techniques directly in whole 
blood samples offers the possibility of identifying the responsible 
etiological agent in a short period of time. There are few studies that 
use these techniques on patients with IE. In most cases, patients  

 
with sepsis were evaluated using the standard blood culture as a 
comparator, whose sensitivity is not adequate to be considered 
the gold standard [9]. This extraordinarily sensitive method has a 
theoretical detection threshold of only 1 to 10 microorganisms. Its 
main limitations are false positive results: risk of attributing an IE to 
the detection of contaminating microorganisms and its inability to 
detect the real viability of the isolations. There are commercialized 
techniques that allow the detection of various bacteria and fungi 
in direct blood samples in real time. In this regard, Casalta et al. 
[9], compare the sensitivity of the blood culture to a commercially 
available wide-range polymerase chain reaction (PCR) assay 
[(SeptiFast (Roche Diagnostics)] for the detection in blood of 
19 bacterial species and six fungal species in 63 patients with 
infectious endocarditis (IE). 
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Abstract

Infective endocarditis is a life-threatening disease caused by bacterial infection of the endothelium and cardiac valves, either native or prosthetic. 
In the present work the role of the new microbiological techniques (techniques of detection and amplification of the subunit 16 ribosomal sRNA by 
means of the chain reaction of the polymerase in blood or tissue, fluorescent in situ hybridization, and matrix-assisted laser is reviewed desorption/
ionization time-of-flight mass spectrometry (MALDI-TOF MS) in the diagnosis of infective endocarditis. Infective endocarditis (IE) is a life-threatening 
disease caused by septic vegetations and inflammatory foci on the surface of the endothelium and the valves. Although most of endocarditis cases are 
community-acquired, healthcare-associated endocarditis is increasing and now accounts for approximately one third of IE. Risk factors include the 
presence of a prosthetic heart valve, structural or congenital heart disease, intravenous drug use and a recent history of invasive procedures. Diagnosis is 
made using the Duke criteria, which include clinical, laboratory and echocardiographic findings. IE associates high morbidity and a mortality rate close 
to 25% in the year following diagnosis, thus early diagnosis and adequate treatment is fundamental in its evolution [1].

Most IE, regardless of valve type, native or prosthetic, are due to gram-positive cocci. Currently Staphylococcus aureus is the microorganism most 
frequently involved, causes 25% to 30% of cases, followed by viridans group Streptococci (20-25%), coagulase negative Staphylococci (11%) and 
Enterococcus faecalis 10% [2]. Gram-negative bacilli make up 5% of cases and include organisms from the HACEK (Haemophilus, Aggregatibacter, 
Cardiobacterium, Eikenella, and Kingella species) group, Enterobacteriaceae and nonfermenting Gram-negative bacilli. Finally, there is a series of 
microorganisms difficult to grow in conventional media that can cause IE, the most common being Coxiella Burnetii, Bartonella spp and Tropheryma 
whipplei and rare cases of IE caused by fungi [3,4]. With traditional microbiological methods, up to one third of IE remain without an etiological 
diagnosis [5,6]. This is usually due to two factors: the prior taking of antibiotics, which causes a lower yield of blood cultures, and the local prevalence of 
fastidious microorganisms that are difficult to isolate with conventional microbiological techniques or uncultivable or challenging to cultivate organisms 
in routine methods [7]. In recent years, various identification techniques have been developed, both in blood cultures and valvular tissue, which entail 
shorter times and greater diagnostic precision [8], thus reducing the percentage of blood culture negative IE (BCNE)
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They proved that it was not more sensitive for normal organisms, 
although in 20 patients presenting IE with negative blood cultures 
caused by previous antibiotic therapy, the trial detected three 
cases with Streptococcus gallolyticus, Staphylococcus aureus and 
Enterococcus faecalis, respectively. However, the test does not 
include the organisms of the HACEK group. The analytical specificity 
of the test was 100%. More recently, Marco et al. [10] publishes a 
review on the different molecular methods currently marketed 
to make a direct diagnosis using blood samples in patients with 
septicaemia [11]. It concludes that, although these techniques 
have the potential to reduce the necessary time to reach a final 
microbiological diagnosis, it does not replace the one obtained with 
the usual blood cultures. Both methods are currently considered 
complementary and studies are needed to assess the possible 
impact they may have on the management of these patients. 
In addition, other aspects such as the number of samples to be 
analysed, their frequency or the interpretation of the results from 
a clinical and microbiological point of view should be considered.

PCR-based techniques for the diagnosis of IE in cardiac 
valvular tissue

PCR on valvular tissue may offer a higher sensitivity than 
that obtained in blood cultures, due to the greater abundance 
of bacterial DNA in the valvular tissue than in blood. For this 
reason, the application of PCR to explanted valves may increase 
the sensitivity of the Duke criteria in establishing the diagnosis 
of definite IE. Moter et al. [11] in 2010 issues a compilation of 
studies that investigate the impact of PCR-based methods using 
heart valve samples for the microbiological diagnosis of IE. The 
results were contrasted with the data obtained by routine blood 
culture procedures. A total of 481 IE cases from 10 studies were 
reviewed, including 110 (22.9%) of BCNE cases. In the BCNE group, 
PCR identified microorganisms in 47 cases, which correspond to 
42.7% of BCNE and 9.8% of the total cases investigated. All these 
studies recommended the application of molecular techniques for 
the microbiological diagnosis of BCNE and possible IE. However, it 
should be emphasized that the data from these studies are complex 
and require careful interpretation. There are several limitations: 

1.	 The results are influenced by differences in regional 
epidemiology and the inclusion criteria in the different studies.

2.	 The differences between laboratories and the lack 
of standardization in PCR-based methods complicate the 
interpretation of the results.

3.	 The identification of false positive results. It has been 
proven that bacterial DNA can persist in cardiac valves under 
antibiotic therapy and after IE is cured. The viability of these 
microorganisms is not clear, and the detection of bacterial DNA 
should be interpreted with caution.

In recent years, to improve the sensitivity and minimize the 
limitations of these molecular methods, various studies have been 
carried out; Brinkman CL et al. [12], evaluated the combined use 
of the mass spectrometry technique and a wide-spectrum PCR in 
83 paraffin-fixed heart valves of subjects with endocarditis who 
had positive valve disease and/or blood cultures. In 55% of cases, 

there was concordant microbiology at the level of genus/species or 
group of organisms, 11% positivity with discordant microbiology 
and 34% without detection. It also detected all the antimicrobial 
resistance encoded by mec A or van A/B and identified a case 
of Tropheryma whipplei endocarditis previously unrecognized 
[13]. The association of both techniques has the potential to 
reduce the response time compared to the standard culture and 
in addition to the detection and classification of organisms, the 
selected antimicrobial resistance is also defined. All several studies 
conducted with different commercial systems of real-time broad-
spectrum PCR that compare the results with conventional valve 
cultures show a significant difference in the rate of detection 
of pathogens in favour of the molecular methods, with a high 
specificity (77% to 100%) and high PPV 100% and NPV (85-90%) 
[8,14-16]. 

In order to improve the efficacy of broad-spectrum PCR 
techniques, new modalities are being used, such as the use of a 
multiple PCR associated with a nested one, which demonstrates 
its effectiveness particularly in cases involving a limited number 
of bacteria, in BCNE and other contexts that involved bacterial 
species that were not susceptible to identification by phenotypic 
research [17]. When considering molecular testing of cardiac 
valves, it should be noted that organism-specific PCR assays often 
demonstrate superior sensitivity compared to wide-range PCR 
[18]. For the diagnosis of Bartonella endocarditis, the Bartonella 
specific PCR applied to the heart valve tissue was positive in 92% 
(48/52) of the cases, while the broad-spectrum PCR identified 
Bartonella in the valvular tissue in only 60% (21/35) of the cases 
[19]. The group led by Didier Raoult demonstrates this in a study 
conducted in 283 patients with BCNE by adding a specific PCR to the 
systematic PCR test already used in patients with BCNE, increasing 
the diagnostic efficiency by 24.3%, mainly by detecting enterococci 
and streptococci that had not been detected by other diagnostic 
methods, but also agents that required specific management such 
as Mycoplasma hominis and Tropheryma whipplei [20].

Diagnosis Based on Fluorescent in situ Hybridization 
Fluorescence in situ hybridization (FISH) is a molecular 

technique that uses fluorescently labelled probes to detect 
RNA or DNA. Fluorescent probes are applied to fixed samples, 
either smears or sections of tissue on slides. They penetrate in 
morphologically intact microorganisms and hybridize specifically 
at their target sites on highly abundant ribosomes. Therefore, 
FISH allows the independent identification of the culture and the 
simultaneous visualization of bacteria. Although FISH techniques 
could potentially be useful to improve the diagnostic yield in EIs, 
there are not enough contrasted studies that allow this technique to 
be incorporated into routine clinical practice. Mallmann et al. [20] 
published the only pilot study in which, with the FISH technique, 
he detected bacteria in 26 out of the 54 heart valves and allowed a 
successful diagnosis of infective endocarditis in five out of 13 cases 
with negative blood cultures. Isolated studies conducted in patients 
with IE by Coxiella burnetii also recommend this technique to 
improve diagnostic yield [21-23]
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Mass spectrometry: MALDI-TOF
Mass spectrometry, matrix-assisted laser desorption/ionization 

time-of-flight mass spectrometry (MALDI-TOF MS), is a technique 
used in the identification of microorganisms by creating a spectrum 
based on the protein profile, which is unique to a given species. 
Numerous studies have shown in recent years the advantages 
of the use of MALDI-TOF for bacterial identification [24,25]. 
Several papers that analyze the profitability of this technique in 
blood cultures [26,27], but not specifically in IE have also been 
published. As a matter of fact, articles published by IE that use 
the MALDI TOF technique for diagnosis always refer to isolated 
cases in which an unusual pathogen is involved and difficult to 
diagnose with traditional culture techniques [28-30]. Although 
MALDI-TOF is undoubtedly a very promising technique that can 
contribute to substantially reduce the time of diagnosis in IE and 
as a consequence to a more adequate management, it is neither 
widely available nor is its use in these infections standardized at the 
moment. The application of all techniques alone or in combination 
will contribute in the immediate future to reducing the number of 
BCNE, increasing the diagnostic accuracy of the Duke criteria and 
will possibly have a positive impact on the morbidity and mortality 
associated with this life-threatening condition.

References
1.	 Tleyjeh IM, Abdel LA, Rahbi H, Scott CG,  Bailey KR, et al. (2007) A 

systematic review of population-based studies of infective endocarditis. 
Chest 132(3): 1025-1035.

2.	 Murdoch DR, Corey GR, Hoen B, Miro JM, Fowler VG, et al. (2009) Clinical 
presentation, etiology, and outcome of infective endocarditis in the 21st 
century: The International Collaboration on Endocarditis-Prospective 
Cohort study. Arch Intern Med 169: 463-473. 

3.	 Raoult D, Casalta JP, Richet H, Khan M, Bernit E, et al. (2005) Contribution 
of systematic serological testing in diagnosis of infective endocarditis. J 
Clin Microbiol 43(10): 5238-5242. 

4.	 Marín M, Muñoz P, Sánchez M, del Rosal M, Alcalá L, et al. (2007) 
Molecular diagnosis of infective endocarditis by real-time broad-range 
polymerase chain reaction (PCR) and sequencing directly from heart 
valve tissue. Medicine 86(4): 195-202.

5.	 Moreillon PY, Que YA (2004) Infective endocarditis. Lancet 363(9403): 
139-149.

6.	 Koegelenberg CF, Doubell AF, Orth H, Reuter H (2004) Infective 
endocarditis: improving the diagnostic yield. Cardiovasc J S Afr 15(1): 
14-20.

7.	 Kuhn C, Disque C, Muhl H, Orszag P, Stiesch M, et al. (2011) Evaluation 
of commercial universal rRNA gene PCR plus sequencing tests 
for identification of bacteria and fungi associated with infectious 
endocarditis. J Clin Microbiol 49(8): 2919-2923.

8.	 Gaibani P, Rossini G, Ambretti S, Gelsomino F, Pierro AM, et al. (2009) 
Blood culture systems: rapid detection-how and why? Int J Antimicrob 
Agents 34(suppl 4): S13-S15.

9.	 Casalta JP, Gouriet F, Roux V, Thuny F, Habib G, et al. (2009) Evaluation of 
the lightCycler SeptiFast test in the rapid etiologic diagnostic of infective 
endocarditis. Eur J Clin Microbiol Infect Dis 28(6): 569-573.

10.	Marco F (2017) Molecular methods for septicemia diagnosis. Enferm 
Infecc Microbiol Clin 35(9): 586-592.

11.	Moter A, Musci M, Schmiedel D (2010) Molecular methods for diagnosis 
of infective endocarditis. Curr Infect Dis Rep 12(4): 244-252.

12.	Brinkman CL, Vergidis P, Uhl JR, Pritt BS, Cockerill FR, et al. (2013) 
PCR-electrospray ionization mass spectrometry for direct detection of 
pathogens and antimicrobial resistance from heart valves in patients 
with infective endocarditis. J Clin Microbiol 51(7): 2040-2046.

13.	Leli C, Moretti A, Pasticci MB, Cenci E, Bistoni F, et al. (2014) A 
commercially available multiplex real-time PCR for detection of 
pathogens in cardiac valves from patients with infective endocarditis. 
Diagn Microbiol Infect Dis 79(1): 98-101.

14.	Shrestha NK, Ledtke CS, Wang H, Fraser TG, Rehm SJ, et al. (2015) Heart 
valve culture and sequencing to identify the infective endocarditis 
pathogen in surgically treated patients. Ann Thorac Surg 99(1): 33-37.

15.	Maneg D, Sponsel J, Müller I, Lohr B, Penders J, et al. (2016) Advantages 
and limitations of direct PCR amplification of bacterial 16s-rDNA 
from resected heart tissue or swabs followed by direct sequencing for 
diagnosing infective endocarditis: a retrospective analysis in the routine 
clinical setting. Biomed Res Int 2016: 7923874.

16.	Boujelben I, Gdoura R, Hammami A (2018) A broad-range PCR technique 
for the diagnosis of infective endocarditis. Braz J Microbiol.

17.	Morel AS, Dubourg G, Prudent E, Edouard S, Gouriet F, et al. (2015) 
Complementarity between targeted real-time specific PCR and 
conventional broad-range 16S rDNA PCR in the syndrome-driven 
diagnosis of infectious diseases. Eur J Clin Microbiol Infect Dis 34(3): 
561-570.

18.	Edouard S, Nabet C, Lepidi H, Fournier PE, Raoult D (2015) Bartonella, a 
common cause of endocarditis: a report on 106 cases and review. J Clin 
Microbiol 53(3): 824-829.

19.	Fournier PE, Gouriet F, Casalta JP, Lepidi H, Chaudet H, et al. (2017) Blood 
culture-negative endocarditis: Improving the diagnostic yield using new 
diagnostic tolos. Medicine 96(47): e8392.

20.	Mallmann C, Siemoneit S, Schmiedel D, Petrich A, Gescher DM, et al. 
(2009) Fluorescence in situ hybridization to improve the diagnosis of 
endocarditis: a pilot study. Clin Microbiol Infect 16(6): 767-773. 

21.	Aistleitner K, Jeske R, Wölfel R, Wießner A, Kikhney J, et al. (2018) 
Detection of Coxiella burnetii in heart valve sections by fluorescence in 
situ hybridization. J Med Microbiol 67(4): 537-542.

22.	Kumpf O, Dohmen P, Ertmer M, Knebel F, Wiessner A, et al. (2016) Rapid 
molecular diagnosis of infective aortic valve endocarditis caused by 
Coxiella burnetii. Infection 44(6): 813-817. 

23.	Clark AE, Kaleta EJ, Arora A, Wolk DM (2013) Matrix-assisted laser 
desorption ionization-time of flight mass spectrometry: A fundamental 
shift in the routine practice of clinical microbiology. Clin Microbiol Rev 
26(3): 547-603.

24.	Ferreira L, Vega S, Sánchez Juanes F, González M, Herrero A, et al. (2010) 
Identifying bacteria using a matrix-assisted laser desorption ionization 
time-of-flight (MALDI-TOF) mass spectrometer. Comparison with 
routine methods used in clinical microbiology laboratorios. Enferm 
Infecc Microbiol Clin 28(8): 492-497.

25.	La Scola B, Raoult D (2009) Direct identification of bacteria in positive 
blood culture bottles by matrix-assisted laser desorption ionisation 
time-of-flight mass spectrometry. PLoS One 4(11): e8041.

26.	Sharma M, Gautam V, Mahajan M, Rana S, Majumdar M, et al. (2017) 
Direct identification by matrix-assisted laser desorption ionization-
time of flight mass spectrometry (MALDI-TOF MS) from positive blood 
culture bottles: An opportunity to customize growth conditions for 
fastidious organisms causing bloodstream infections. Indian J Med Res 
146(4): 541-544. 

http://dx.doi.org/10.31031/OJCHD.2018.02.000536
https://www.ncbi.nlm.nih.gov/pubmed/17873196
https://www.ncbi.nlm.nih.gov/pubmed/17873196
https://www.ncbi.nlm.nih.gov/pubmed/17873196
https://www.ncbi.nlm.nih.gov/pubmed/19273776
https://www.ncbi.nlm.nih.gov/pubmed/19273776
https://www.ncbi.nlm.nih.gov/pubmed/19273776
https://www.ncbi.nlm.nih.gov/pubmed/19273776
http://jcm.asm.org/content/43/10/5238.abstract
http://jcm.asm.org/content/43/10/5238.abstract
http://jcm.asm.org/content/43/10/5238.abstract
https://www.ncbi.nlm.nih.gov/pubmed/17632260
https://www.ncbi.nlm.nih.gov/pubmed/17632260
https://www.ncbi.nlm.nih.gov/pubmed/17632260
https://www.ncbi.nlm.nih.gov/pubmed/17632260
https://www.ncbi.nlm.nih.gov/pubmed/14726169
https://www.ncbi.nlm.nih.gov/pubmed/14726169
https://www.ncbi.nlm.nih.gov/pubmed/14997232
https://www.ncbi.nlm.nih.gov/pubmed/14997232
https://www.ncbi.nlm.nih.gov/pubmed/14997232
https://www.ncbi.nlm.nih.gov/pubmed/21715592
https://www.ncbi.nlm.nih.gov/pubmed/21715592
https://www.ncbi.nlm.nih.gov/pubmed/21715592
https://www.ncbi.nlm.nih.gov/pubmed/21715592
https://www.ncbi.nlm.nih.gov/pubmed/19931809
https://www.ncbi.nlm.nih.gov/pubmed/19931809
https://www.ncbi.nlm.nih.gov/pubmed/19931809
https://www.ncbi.nlm.nih.gov/pubmed/19048317
https://www.ncbi.nlm.nih.gov/pubmed/19048317
https://www.ncbi.nlm.nih.gov/pubmed/19048317
https://www.ncbi.nlm.nih.gov/pubmed/28427796
https://www.ncbi.nlm.nih.gov/pubmed/28427796
https://www.ncbi.nlm.nih.gov/pubmed/21308538
https://www.ncbi.nlm.nih.gov/pubmed/21308538
https://www.ncbi.nlm.nih.gov/pubmed/23596241
https://www.ncbi.nlm.nih.gov/pubmed/23596241
https://www.ncbi.nlm.nih.gov/pubmed/23596241
https://www.ncbi.nlm.nih.gov/pubmed/23596241
https://www.ncbi.nlm.nih.gov/pubmed/24731762
https://www.ncbi.nlm.nih.gov/pubmed/24731762
https://www.ncbi.nlm.nih.gov/pubmed/24731762
https://www.ncbi.nlm.nih.gov/pubmed/24731762
https://www.ncbi.nlm.nih.gov/pubmed/25442997
https://www.ncbi.nlm.nih.gov/pubmed/25442997
https://www.ncbi.nlm.nih.gov/pubmed/25442997
https://www.ncbi.nlm.nih.gov/pubmed/27110570/
https://www.ncbi.nlm.nih.gov/pubmed/27110570/
https://www.ncbi.nlm.nih.gov/pubmed/27110570/
https://www.ncbi.nlm.nih.gov/pubmed/27110570/
https://www.ncbi.nlm.nih.gov/pubmed/27110570/
https://www.ncbi.nlm.nih.gov/pubmed/25348607
https://www.ncbi.nlm.nih.gov/pubmed/25348607
https://www.ncbi.nlm.nih.gov/pubmed/25348607
https://www.ncbi.nlm.nih.gov/pubmed/25348607
https://www.ncbi.nlm.nih.gov/pubmed/25348607
https://www.ncbi.nlm.nih.gov/pubmed/25540398
https://www.ncbi.nlm.nih.gov/pubmed/25540398
https://www.ncbi.nlm.nih.gov/pubmed/25540398
https://www.ncbi.nlm.nih.gov/pubmed/29381916/
https://www.ncbi.nlm.nih.gov/pubmed/29381916/
https://www.ncbi.nlm.nih.gov/pubmed/29381916/
https://www.ncbi.nlm.nih.gov/pubmed/19694763
https://www.ncbi.nlm.nih.gov/pubmed/19694763
https://www.ncbi.nlm.nih.gov/pubmed/19694763
https://www.ncbi.nlm.nih.gov/pubmed/29461187
https://www.ncbi.nlm.nih.gov/pubmed/29461187
https://www.ncbi.nlm.nih.gov/pubmed/29461187
https://www.ncbi.nlm.nih.gov/pubmed/27339147
https://www.ncbi.nlm.nih.gov/pubmed/27339147
https://www.ncbi.nlm.nih.gov/pubmed/27339147
https://www.ncbi.nlm.nih.gov/pubmed/23824373
https://www.ncbi.nlm.nih.gov/pubmed/23824373
https://www.ncbi.nlm.nih.gov/pubmed/23824373
https://www.ncbi.nlm.nih.gov/pubmed/23824373
https://www.ncbi.nlm.nih.gov/pubmed/20409613
https://www.ncbi.nlm.nih.gov/pubmed/20409613
https://www.ncbi.nlm.nih.gov/pubmed/20409613
https://www.ncbi.nlm.nih.gov/pubmed/20409613
https://www.ncbi.nlm.nih.gov/pubmed/20409613
https://www.ncbi.nlm.nih.gov/pubmed/19946369
https://www.ncbi.nlm.nih.gov/pubmed/19946369
https://www.ncbi.nlm.nih.gov/pubmed/19946369
https://www.ncbi.nlm.nih.gov/pubmed/29434070
https://www.ncbi.nlm.nih.gov/pubmed/29434070
https://www.ncbi.nlm.nih.gov/pubmed/29434070
https://www.ncbi.nlm.nih.gov/pubmed/29434070
https://www.ncbi.nlm.nih.gov/pubmed/29434070
https://www.ncbi.nlm.nih.gov/pubmed/29434070


Open J Cardiol Heart Dis
                   

  Copyright © Javier de la Fuente Aguado

4/4How to cite this article: Ana S R, Javier de la F A.Role of New Microbiological Techniques in the Diagnosis of Infective Endocarditis. Open J Cardiol Heart 
Dis. 2(2). OJCHD.000536.2018. DOI: 10.31031/OJCHD.2018.02.000536

Volume 2 - Issue - 2

27.	Lipari F, Martínez M, Hernández D, Laborie M, Caeiro JP (2016) Infective 
endocarditis by Abiotrophia defectiva diagnosed by mass spectrometry 
(MALDI-TOF MS) in Argentina. Rev Chilena Infectol 33(6): 688-690.

28.	Wünnemann H, Eskens U, Prenger Berninghoff E, Ewers C, Lierz M 
(2018) Lactococcus lactis, causative agent of an endocarditis valvularis 
and parietalis thromboticans in the allis shad, Alosa alosa (L.). J Fish Dis. 

29.	Loïez C, Pilato R, Mambie A, Hendricx S, Faure K, et al. (2018) Native 
aortic endocarditis due to an unusual pathogen: Actinotignum schaalii. 
APMIS 126(2): 171-173. 

30.	Principe L, Bracco S, Mauri C, Tonolo S, Pini B, et al. (2016) Erysipelothrix 
rhusiopathiae bacteremia without endocarditis: rapid identification 
from positive blood culture by MALDI-TOF mass spectrometry. A case 
report and literature review. Infect Dis Rep 8(1): 6368.

For possible submissions Click Here Submit Article

Creative Commons Attribution 4.0 
International License

   
Open Journal of Cardiology & Heart Diseases

Benefits of Publishing with us

•	 High-level peer review and editorial services
•	 Freely accessible online immediately upon publication
•	 Authors retain the copyright to their work 
•	 Licensing it under a Creative Commons license
•	 Visibility through different online platforms

http://dx.doi.org/10.31031/OJCHD.2018.02.000536
https://www.ncbi.nlm.nih.gov/pubmed/28146195
https://www.ncbi.nlm.nih.gov/pubmed/28146195
https://www.ncbi.nlm.nih.gov/pubmed/28146195
https://www.ncbi.nlm.nih.gov/pubmed/29806192
https://www.ncbi.nlm.nih.gov/pubmed/29806192
https://www.ncbi.nlm.nih.gov/pubmed/29806192
https://www.ncbi.nlm.nih.gov/pubmed/29700913
https://www.ncbi.nlm.nih.gov/pubmed/29700913
https://www.ncbi.nlm.nih.gov/pubmed/29700913
https://www.ncbi.nlm.nih.gov/pubmed/27103974/
https://www.ncbi.nlm.nih.gov/pubmed/27103974/
https://www.ncbi.nlm.nih.gov/pubmed/27103974/
https://www.ncbi.nlm.nih.gov/pubmed/27103974/
http://crimsonpublishers.com/online-submission.php

http://crimsonpublishers.com/ojchd/index.php

	Role of New Microbiological Techniques in the Diagnosis of Infective Endocarditis
	Abstract
	Introduction
	PCR-based techniques in blood samples from patients with IE
	PCR-based techniques for the diagnosis of IE in cardiac valvular tissue

	Diagnosis Based on Fluorescent in situ Hybridization 
	Mass spectrometry: MALDI-TOF

	References

